. The core of a yeast kinetochore contains a protein complex termed CBF3 bound to CDE III ( Figure 1B) . Apart from a few bases in CDE III that are conserved between all yeast centromeres and that are implicated in CBF3 binding, there is no further DNA sequence identity between the CENs of S. cerevisiae, indicating that factors other than sequence-specific binding proteins may contribute to the assembly of functional kinetochores. This argument applies even more strongly to the much larger, and even less conserved, centromeres of higher eukaryotes. In yeast, a distinct chromatin structure at centromeres extends for several thousand base pairs beyond the CEN ( Figure 1C ).
(CENP-A in higher eukaryotes) is incorporated into centromeric nucleosome particles. Specific mutations of histones or nucleosome remodelling proteins alter centromere structure and kinetochore function in yeast [5] [6] [7] . Recent research on kinetochore function has consequently focussed on centromeric chromatin and the epigenetic information that it contains [8] [9] [10] .
Outside of centromeres, evidence for specialised chromatin structures with epigenetic function is already available in yeast for the establishment and These new data invite new interesting questions that need to be answered in future experiments. Obviously, it will be rewarding to examine biochemically whether CAF-1 and Hir proteins together can reconstitute centromere-specific nucleosomes containing Cse4 (or CENP-A in the human system), and to determine the mechanism by which they restrict Cse4p to centromeric chromatin. The data of Sharp et al. [4] further allow a consideration of the suggestion that CAF-1 and Hir proteins associate with centromeric chromatin and orchestrate assembly of other centromeric proteins into functional kinetochores, in a manner that might be related to the formation of heterochromatin at other sites in yeast. The association of heterochromatin protein HP1 with CAF-1 on post-replicative heterochromatin in higher eukaryotes [19, 20] may serve as an instructive precedent here. One can look forward to interesting future molecular analyses that will unravel this new kinetochore connection.
